. Details of ensemble of learned networks and validation of novel interactions identified through the logic learning process (A) The network with learned logic consisting of 30 genes/proteins and inferred Boolean functions learned from the serum/LIF single cell data. Light cyan nodes represent genes; gray squares represent learned regulatory logic (as gates) with the inset shadowed box exemplifies one such learned transition function set upstream of Gata6. Links from upstream parent nodes appearing in more than 90% of equally well fitted Boolean functions are defined as 'master links' and highlighted in dark green (activation) and red (repression). Other links are colored in light green (activation) and pink (inhibition). The four novel links are highlighted in dark red. 
